NO. 755 P. 45 
EXHIBIT D 



Figure 1A. 

Comparison of deduced amino acid sequences 
of CBHs heavy chain genes with ID 1 



CDR1 CDR2 



d)l 10 ,20 .30 .40 ,50 60 71 

heavy ctemseq ID 1 a) EVQaEQSG&EVEKTC 

OT+4B (1) ---:a7^QSG&SVKi^^ — LrorawxaQKEcsD 

CBH4D (1) --QVQVQSGTEVKKPG^ YSW^RQp PGQGLE"^GGIX FDBENYSQkFQG 

CBKHG CO -QWQ^OSSKBV^^ IEATTYXaQRLQG 

CBH-5 (I) ^K^VQSGAEVKKK^SVKtf^ 

CBH-7 (I) -QVQLVQSGa&VRES^ FGTEKYAQKFQG 

CBH-8C (I) - -OTQWSSGPLVKBSSILSLTCTVSGSSI&S- -FFWWXRQPGKG3^2W1(^MS DTGNTNSSIOT 

CBH-6E a) "GVOVOSGHEVKKEGSSm XHTTTWftQKFQG 

CStt 11 a) -QV0LVQS(3*EVKKkS QFQG 

CBM-17C (I) - -HVQVEGGKVQ- - -QG$I^$CA&SCSFVFS^ - -SHHZATE3?PVSVRG 

Consensus (1) E^Q&XEQSGAEVTrcPGS 



SEP. 17. 2003 4:21PM CHOATE HALL & STEWART 6172434000 



CDR 3 

(72) 72 80 ,90 .100 ,11Q ,120 135 

heavy chain seq ID 1 (JZ) PV5TT i AnK°rTSTSFTRT fiTCO^KSCUraVYYQffiDPER YCSSGRCTPGETQQWGQSTLVTVSS 

CBH-4B (55) a^TOPSS-Mmx^ 

CBH-4D ROTMlftDBgfa^ 

(64) HVTrraHElS - to*YMELS£i^SO^I^lY^CK^TGQG - -I£n3GSYm&HDV--- 

CBH-5 (66) KLITADDSR SYMLSGRIXiTAYYCSRPHGD - - -SS - -GIYRJRPLDY 

CBH-7 (54) RVTTlSEESN- - -IMDS5LRSEDS YIYGSFFDY--- ™ 

C&M-6C (6l)KVTOTSKQFS IJ^NSVIAAUIAV^CARG LXAARLLDYW 

CBH-8E (64) ^TTTT^-TSTCTMBIgSLRS^ - -SCRGGSCYSAFDI- --------- 

CBH 11 (60) OTITADKSTGD Y-WSSLK5DDTKVYYCARVFGS CT- -YAYFDY 

CBH-17C (63)3CTX£RDESR-l&fl^^^^ QLGHAFEF 

Consensus (72) EVSIIADESTSTSFIELSN^^ VCS?^CVFGFPQQWGQCTUVTVSS 



Note: 

Identical sequence: yellow background and red foreground. 
Conservative sequence: light green background and blue foreground 
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Figure 1B. 

Comparison of deduced amino acid sequences 
of CBHs heavy chain genes with ID 1 



NO. 755 P. 46 



CDR 1 




<» 


1 8 


HCV heavy seq ID 1 CDR 1 (1) 


GHVTI 


CBH4B heavy CDR 1(1) 


DLGI1 


CBH 4D heavy CDR 1(1) 


YS— 


CBH4G heavy CDR 1(1) 


NSAS 


CBH 5 heavy CDR 1(1) 


NFIS 


CBH 7 heavy CDR 1(1) 


NTOLS 


CBH 8C heavy CDR 1 (1) 


SFFW- 


CBH 8E heavy CDR 1(1) 


SQETI 


CBH 11 heavy CDR 1(1) 


IXS— 


CBH 17 heavy CDR 1(1) 


GSAIH 


Consensus (1) 


GHVTI 



cdr a 

a)i i° S 

(1) ESIPIFGSMSI2AOfKftCKFEE 

(1) GIVELECBn^Q£KF€r 

(1) — GIIFERENHftGKFGG 

(1) - UFIEATIYXSCRLCG 

a) GWFVR3GGS¥F£KFCG 

(1) -EITFFGTEKYftpCFCG 

(1) -■XMSDTGNINSSLKT 

(1) - -FIFIFTTNYRCKFCG 

(l) -IIEFTAKSCFCG- 

(1) IRSSSHN2ATEYFVSVRG 

(1) ESIFIFGSaNYACNYACKERE 



HCV heavy seq ID 1 CDR2 
CBH 4B heavy CDR 2 
CBH 4D heavy CDR 2 
CBH 4G heavy CDR 2 
CBH 5 heavy CDR 2 
CBH 7 heavy CDR 2 
CBH 8C heavy CDR 2 
CBH 8E heavy CDR 2 
CBH 11 heavy CDR 2 
CBH 17C heavy CDR 2 
Consensus 



CDR 3 

(1) 1_, 10 21 

HCV heavy seq ID 1 CDR 3 (1) EEPRVCSftGRCYPGEFQC 

CBH 4B heavy CDR3 (1) EftDIWGGSS5fFES— - 

CBH ID heavy CDR 3 (1) ESGEFGftVIIGNHYYYGMDV- 
CBH 4G heavy CDR 3 (1) -ATGQGIELHGSYYYYaMCV- 

CBH 5 heavy CDR 3 (1) -EHGDSSGIYRRFEDY 

CBH 7 heavy CDR 3 (1) RG^XYGSFFDY 

CBH 8C heavy CDR 3 (1) GLIAARIXUYW 

CBH 8E heavy CDR 3 (1) — EWXGSC3?GGSCYSftFEI- 

CBH 11 heavy CDR 3 (1) VFGSGTYftYFEY- 

CBH 17C heavy CDR 3 (1) PSGLVGCLGHftFEP — 

Consensus (1) EFFRYCSAGRCYFGFFCC 
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Figure 2A. 

Comparison of deduced amino acid sequences 
of CBHs heavy chain genes with ID 2 



CDR1 CDR2 

(1)1 £0 22 .30 ,40 ,50 ,60 is 

heavy cMnseqD^ CO EVQIIK^GftEVKKEGSSV^ 

C8W-48 01) ---ILVQ9GasmCK5SeVKVSCRASG^ 

C8H4D (X) --QKWgGIEVHG^^ YSWyRCAFOOG^EWIGGri-EEKE — 

CBH46 ft) -CVCWCSSSvTOPGSS^SC^ 

CBH* a) -CvCTOSGKE^F^ 

CBH-7 (1) -^S^CSGSE^RKlfeS-SVISCKS-S 

CBH-8C (1) — C^QLCESG^VKFSEILS^T CTWSC^GSJSS — F^VfliXPCgggt^T K>3IGYM$CTGS™- — -SSISTRVTCISK 

C6fh8£ CO — Qfl?CW9G&EVKRPGSSv2E^^ — NYftQKrQGRL-TTTA 

CBH 11 CI) -CVO^CSGaE^^teR^S^^^ -IYSWV^FGC£l£>ra-:^^ S CPQGRVEffiD 

CBM-17C (I) --EVGVBGGRVC GGSl^KUSCAASGF^^ 

Consensus EVQIISSSi^EVKKFGSSVKVSGCVFuLrxt ^^^XCWLi?CAPGQC^E*)GNIIEV5aiir NY^QKFQGKLSITftD 



CDR3 

17^) 76 90 100 '"115 223 

heavy chah seq D 2 p*) ft^gnwwmA^.^g^ 

CBK-ffl (73.) ESTSMM^LSSI^FD^ 

CSK-4G (71) KTS-TOiMSr^SI^SDD^ 

CBH -5 (72)D'SK SYJ^LSQOTI^^CARPHG^^ 

CBH-7 (71) ESN - - A YCftEG YIYGSPFEftf 

CBH-0C $S)<2FS LKNSVIMDISVYYCMIG LIMRLIXKW 

CBH-8E (70) DSTSTGXHEtiSSI51SEI^«^ 

CBH 11 (66) KSTGD- - -VMSST ,K^UL^vyrG^VPG$^-yAYH)X 

CBH-17C (70) DSR--XRYIOT^i'iiLTALtolPS GLVGQLGHAFEF 

Consensu (76) DSTSTAYMELSSL^KDT^VYF^ 



Note: 

Identical sequence; yellow background and red foreground. 
Conservative sequence: light green background and blue foreground 
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Figure 2B. 

Comparison of deduced amino acid sequences 
of CBHs heavy chain genes with ID 2 



CDR1 



8 



HCV heavyseqlD2CDR 1(1) 
CBH4B heavy CDR 1(1) 
CBH4D heavy COR 1(1) 
CBH4G heavy CDR 1 CO 
CBH 5 heavy CDR 1(1) 
CBH 7 heavy CDR 1(1) 
CBH 8C heavy CDR 1(1) 

CBH 8E heavy CDR 1 a) 
CBH 11 heavy CDR 1(1) 
CBH 17 heavy CDR 1(1) 
Consensus (1) 



KYHQ 

— TSGIT 

YS— 

NSAS 

NFIS 

NYALS 

-SFFW 

— SQPTT 
— TkS— 
GSAIH--- 
RYTTQ 



HCV heavy seq ID 2 COR 2 
CBH 4B heavy CDR 2 
CBH 4D heavy CDR 2 
CBH 4G heavy CDR 2 
CBH 5 heavy CDR 2 
CBH 7 heavy CDR 2 
CBH 8C heavy CDR 2 
CBH 8E heavy CDR 2 
CBH 11 heavy CDR 2 
CBH 17C heavy CDR 2 
Consensus 



COR 2 

a>L__ & 2i 

a) &H&mtimm&BQ3 — 

(1) GIV&Fn?IK53£KECC 

(1) - -GITFUW&^IQo 

d) -X&TEmT£m£PL<& 

(1) gvvfSfgggssfckeqg 

(1) -EIirFGTEmCKFCG 

(1) -yWSEIGNIHSSLKT 

a) —fieiftinSsckhcg — 

a) -HPFT2KSCFCG 

a) — IRSSSHfnaiEY5VSVRG 
(1) NIIFVYNTENYftQKFQG 

CDR 3 



(1)1 ,10 21 

HCVheavyseqD2CDR3 (1) WIENAIEHTWGYYFEY - 

CBH 4B heavy CD R3 (1) — EftEIWQGS SYFES- 

CBH 4D heavy CDR 3 (1) ESCIFGftVIIGiSIHYYYGPCV- 
CBH 4G heavy CDR 3 (1) -ATGQGIELHGSYYYYAMCV- 

CBH 5 heavy CDR 3 (l) EHGCSSGIYRRFIEX- 

CBH 7 heavy CDR 3 (1) RGYIYGSFECY- 

CBH 8C heavy CDR 3 (1) GLIT^RLlTWi 

CBH 8E heavy CDR 3 CO — DWLGSCRGGSCYSAFEI- 

CBH 11 heavy CDR 3 CO VFGSGTYftYFEX- 

CBH 17C heavy CDR 3 (1) ESGL'VGCjLGHAFEF — 

Consensus (1) WIENftmnWGYYFEY 



Received from 



< 617 2484000 > at 9/17103 4:08:57 PM [Eastern Daylight Time] 



SEP. 17. 2003 4:22PM CHOATE HALL & STEWART 6172484000 



NO. 755 P. 49 



Figure 3A. 

Comparison of deduced amino acid sequences 
of CBHs heavy chain genes with ID 3 



COR 1 CDR 2 

(L)l ,10 ,20 ,30 ,40 ,50 68 

heav>rcharn5e(|lD3 a) EVCTIB^SGKESffOq^ 

CBH-4B a) IIXQ$®mHXtt^ 

CBH-4D a) --CVCM^GTEWKKlKS^^ 

CBH-5 (1) -CVCX^C^E^H^ 

CBH-7 0) <VCLVQSG?ffiVRK9^-SV:ffi^ 

CSH^SC (I) - -<2JGL£ESC^vk£S£ILSL^ ^SETGNINSSLKT 

CBH-HE (1) --QV^qS&fflSWKKFGSiS^^ 

C6H 11 (1) -CVCCVC9GSEt^KEGSS^K^S<3KSQGMI^ — rysn?SC?^GQ^H^SG-I-IFFX^KS CFQG 

CBH-17C (1) --EUCVB3l^Q--^£X^SC^ 

Consensu ft) E^CS3^B£SGZ^KKFGS ISFFGTSNSAQKFQG 



CDR 3 

(69)f? _ i 80 _ J 90 ,10Q no ,120 132 

heavy chah seq ID 3 (68) ZVSn&DESI&in^ FCSGGtOTPGTFQQWGQGlIOTV^ 

CBhMB (j55) S&ATftDES -TSTA^P1EI£SliRFDDT — MSCfcREftDI- - -WGGSSYFDS - - 

CSH^D 051) pyTMIMESTbtl^^ 

CBH-4G (64) SymftDETS ~TAYMELSSt^SDD^T3C^CKA7GQG - -LELHGSYY^XAMDV — 

CBH-5 (66) KLITADDSR SV>±SGR1^YV<^FHCT S--SGIYKRPLDY 

CBH-7 (54) EVTIX&DESN- - -JJMD3SLRSEDS- —AYtmG- YIYGSPFDY — 

CBM-eC (61) RVTDTSKQFS IJ^SVT&^AVYY*^- LIAAHLLUYW 

CBH-6E (64) RLTIT^S-TSTCYMELSSI^ — SCRGGSCYSAFDX— - 

CBH11 (60) ^ITADKSTGD YMSSLKSI2D!EWYYcfevPGS -- 

CBH-17C (63) RFTISRDDSR-TAYLQ^S^^ QLGHAFEF 

Consensus (69) ^SXT^ES&SraYMELSSLR^ ECSGGNCYFGFFQQWGQGTLVrvSS 



Note; 

Identical sequence; yellow background and red foreground. 
Conservative sequence: light green background and blue foreground 
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Figure 3B. 

Comparison of deduced amino acid sequences 
of CBHs heavy chain genes with ID 3 



CDR1 

(1)1 § 

HCV heavy seq D 3 CDR 1 (1) GHVIS 

CBH 4B heavy CDR 1(1) TiGTI 

CBH 4D heavy CDR 1(1) YS— 

CBH AG heavy CDR 1 (1) NS£S 

CBH 5 heavy CDR 1 CO NEIS 

CBH 7 heavy CDR 1 (I) N¥£L£ 

CBH 8C heavy CDR 1 (1) -SFFW 

CBH 8E heavy CDR 1 (1) SCEIT 

CBH 11 heavy CDR 1(1) IXS-- 

CBH 17 heavy CDR 1 (1) GSSIB 

Consensus (1) GHVIS 



CDR 2 

HCV heavy seq ID 3 CDR 2 (1) -GSlSFEGTSNSACjKFGG 
CBH 4B heavy CDR 2 a) -GIVELEDRENYftQKFCjD 

CBH 4D heavy CDR 2 (1) GIIEDRENYACJKFQG 

CBH 4G heavy CDR 2 (1) - -I^IEATIYYASRLQG 
CBH 5 heavy CDR 2 (1) -GWFVFQQGSYPQKPSQG 
CBH 7 heavy CDR 2 (1) --EirPFfSJEKYZ^KPOG 
CBH 8C heavy CDR 2 (1) --YMSJTTik^TNSSLKT — 
CBH 8E heavy CDR 2 (1) — FIPIFtCTNYACKFQG 

CBH 11 heavy CDR 2 (1) IIPFTAKSQEQG 

CBH 17C heavy CDR 2 (1) XRSSSHNYATEYPVSVRG 
Consensus (1) GSlSFFGTSNSACjKFQG 

CDR 3 

CO 1_ ,10 21 

HCVheavyseqE>3CDR3 (1) ---EHKECSGGNGYFGFFCC 

CBH 4B heavy CDR 3 (l) ESCIWGGSSYFES-— 

CBH 4D heavy CDR 3 (1) ESGEFGAVIIGNHYSYGKCV- 
cbh 4G heavy CDR 3 (1) -TYTrrpTPT mgvvvvzwrs; - 

CBH 5 heavy CDR 3 (1) EKXSSGIYHRHXX- 

CBH 7 heavy CDR 3 (1) KGYI2GSEFO- 

CBH 8C heavy CDR 3 a) GLIMRLLCYW 

CBH 8E heavy CDR 3 (1) EJCGSCKGGSC^SAEEI- 

CBH 11 heavy CDR 3 (1) VEGSGKffiXEEY- 

CBH 17C heavy CDR 3 (1) FSGLVGCLGHftFEF- 

Consensus (1) EFERFCSGGNCYEGFECG 
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Figure 4A. 

Comparison of deduced amino acid sequences 
of CBHs heavy chain genes with ID 4 



CDR1 



CDR2 



.20 



.30 



.40 



67 



CBH*4B (1) --IIXVgSGAEVKKFGSSVKVSCRASG^ 

CBH-4D (L) -QVgVQSGTEVKKHSSSWKVSCKASGGFSlil- - -^BWVRgfiFQgGLiM^-GII-FERENXftQ-KFQG 

CBH^G (1) OT^QSGAEVKKK^SSVK^ -SaSWVC£FGQGIEWjG-IIFI^^ 

CSf+S (1) CVQl^CSGAEViUU^SV^^ 

CBH-7 (1) QVQLVQSGAEVRKI^-SVISCre^ 

CBH-8C (1)CVQLCESG£-XVK£S^SLTC^ StRX 

CBH 11 (1) CV(^VQSG£EVKKPGSSVKVS^ QFQG 

CBH-17C a) -KVCVBGG^VC— -GGSU^SC^&S^FSGSa 

Consensus fl) E^TRflSGGWCB^SIPia^^ SVKG 



CDR 3 



(68) 68 gQ 90 100 110 127 

heavy chain seq ID 4 (67) P^^SBDSISRUITFLQ^SSLSI T^T^^VYYC^TEGSFFG - SZKGRY^IiEI^|WGQGTLVIV55 

CBH^B (55) RV&TAIIESTST-AY^^ GSS2FDS 

CBH-4D (61) HVTMTAUESTN -THYM^^ 

CBH-4G (64) PVTITftDETST -AyM5IS5L^SO[^IYyOCATG - -QGLBIHSgmYAE^ 

CBH-S (66) PLTTADDSR SYMLSGRIUIAyXCARZRGD S9GIYRRPUDY 

CBH-7 (64) HVTITADESN IMDS5I3SEC5- -AYCSEG- YIYGSPPBY 

CBHSC (61) RVTDTSKCFS liCNSVTAAl^^CARG LIAARLLDYW - 

CBH^E (64) SLT riATSTST -GY^EI5SL^ED f ^AYYCAKDWIGSCR GGSCYSAEDI 

CBH 11 (60) RVriADKSTGB- - - - YMSSU^DTAWYCTOTFGS GTYftYEDY-- 

CBH-17C (63) RFTISKCDgRT- -AYICWS KJL3ffiaft LYClg5GLVG - - -QLGHflFEF 

Consensus (68) PFTOCjRTMcrPTrrvgT rum t?t mrr^Twr&TFrzgpra SIKGRYYLENWGCCTTVTVSS 



Note: 

Identical sequence: yellow background and red foreground. 

Conservative sequence: light green background and blue foreground 
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Figure 4B. 

Comparison of deduced amino acid sequences 
of CBHs heavy chain genes with ID 4 



CDR1 



a)! 



HCV heavy seq © 4 CDR 1 (1) TYGMH 
CBH 4B heavy CDR 1(1) TYGIT 
CBH 4D heavy CDR 1(1) -YS-- 
CBH 4G heavy CDR 1(1) NSAS- 
CBH 5 heavy CDR 1(1) NFIS- 
CBH 7 heavy CDR 1 (1) N2ALS 
CBH 8C heavy CDR 1 (1) SFFW- 
CBH BE heavy CDR 1(1) SQPIT 
CBH 11 heavy CDR 1(1) IXS— 
CBH 17 heavy CDR 1(1) QSftlH 
Consensus (1) TYGMH 



CDR 2 



18 



HCV heavy seq ID 4 CDR 2 
CBH 4B heavy CDR 2 
CBH 4D heavy CDR 2 
CBH 4G heavy CDR 2 
CBH 5 heavy CDR 2 
CBH 7 heavy CDR 2 
CBH 8C heavy CDR 2 
CBH 8E heavy CDR 2 
CBH 11 heavy CDR 2 
CBH 17C heavy CDR 2 
Consensus 



(1) -GlSFIX3SlSCTOdSWKG 
(1) -GIWm^TENSiCKFCjC 
(1) - — GIIEERENkftCKFCjG 
0) --IIEIFATIYYftQKLQG 
(1) -GWFVFGGGSSFCKFCG 
(1) — EITFFGTEK2ACKFCG 
(1) — YMSETGN1NSSLKT— 

a) — fififukkackfcg 

W IIFFTftKSCFCG 

0) IRSSSe^YATESFVSVPG 
0) GISFEGSNQYYAESVKG 



CDR 3 

(1)1 i° 20 

HCV heavy seq TD 4 CDR 3 (1) -BGSFFGSlKGRYYLElS 

CBH 4B heavy CDR3 (1) E£E IWGGSSYFES 

CBH 4D heavy CDR 3 (1) ESGDFGAVIIGNHmGlVEV 
CBH 4S heavy CDR 3 a) -ATGQGIEIB-SYYYYMCV 

CBH 5 heavy CDR 3 (1) -FHGESSGIYRRHJCY 

CBH 7 heavy CDR 3 (1) EGYIYGSFFEY 

CBH 8C heavy CDR 3 (1) GLI&ARLTCYK 

CBH 8E heavy CDR 3 (1) — EKLGSCRGGSCYSAFEI 

CBH 11 heavy CDR 3 (1) VFGSGTYAYFEY 

CBH 17C heavy CDR 3 (1) — FSGLVGQLGHAFEF 

Consensus (1) EGSFFGSIKGRYYIEN 
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Figure 5A- 

Comparison of deduced amino acid sequences 
of CBHs light chain genes with ID 5 



CDR1 



CDR2 



.10 



.20 



.30 



.40 



59 



Ightchain seq JD 5 a) -AELTQSPGTLSLSEG^ 

CBH 2 fight a) E^I^SBGll-LSPG^T^^ - -YLAWYKQKP(3QAPRIJalY<jVS-RflT 

CBH 4 B light (0 - -ESVTQSGTLSLSEGE^m - YVaWYQQKPGQAPR - LLYDASXRAT 

CBH 4 D light a> -QSZ&TQP/^SGSPGQSIT3^ -VIXEVSKRPS 

CBH 4 G Bght a) DIQ^f^QSPSSli^SVGIIRVTITCRASQG^DN - - - FL^TvTQQKPGKVPKLLIYAASSLQS 

CBH 5 fight a) DIQMT^PSTISASG-D^ AWYQQKFGAPL- -LXYXASNVQD 

CBH 7 light a) DVlW^SPSSISASVGDRVTTSCKSQSISSF t^Q^KBGKAP-LLISA^LQS 

CBH 8 C light a) BT^itTZ^^TLSI^SGES^^SCSiPS^TSR- - -I^WYQQFPQGaEBlijIKDTSNRAT 

CBH 6 E light (L) DIQM1$2SPSSLSSVG--E^^ 

CBH 11 Bght (l) DIQM^BSm-S^GD^^ -XAPELLtYKTSTSES 

CBH 17 Bght (L) - -SYVLTQfl^SVAPC^^CT - - VHWFQQpRPGQAEVSrsrroDH — PS 

Consersus 0) A^TQSPCTI^SPGERATLSCRASQSVSSt? yLAWYQQRPGQAPRLLTYGA5SRAT 



COR 3 

(60) SO 22_ £2 ,90 ,100 112 

fight chain seq D 5 (57) CTSDRE^ - -NSEWTFQQGTKVEIK 

CBH 2 light (55) GmijFSisSGOT 

CBH 4 B Bght (55) GVEDKFSGGGS^ GSPFR3G 

CBH 4 D Dght (57) GVSKRKSA S - SGNTASLT ISGLQAECEAE YYCSSYTHNTTPV IFGG 

CBH 4 G light (57) GVPSRFSGSGSGTDFTLTISSI^^ 

CBH 5 light (52) GV S^SGGSGTFTLTIS-XQPDDFAT^CCYYN- -NFSGXFGQ 

CBH 7 light (55) GV- SRPSGSG5GTSFTLTISSLCPECFATYYCQQSY- -SPLLTEGG — - 

CBH 8 C Bght (57) GieA^SQSGSGTDFTLT ISNLEPEE FA VYYCQQRSNWPPALTFGG - - - - ■ 

CBH 8 E light (55) <^-SRFSGSGSCTDF&^ 

CBH 11 Eght (54) GVPSOTSGS-GS^FTLTlSSLQP-I^ATYYCQH^--SSSP?rFQQ 

CBH 17 Bght (53) GI5EE8?X3SA-S<XT^ 

Consensus (60) GXH^FSGSGSGTDFTLTISKI^PEDFAVYYOQL^G 3SISRWTPGQGTKVE1K 



Note: 

Identical sequence: yellow background and red foreground. 
Conservative sequence: light green background and blue foreground 
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Figure 5B. 

Comparison of deduced amino acid sequences 
of CBHs light chain genes with ID 5 



CDTM 

Ml M 

GghtchahseqlD5CDRl (1) -RASQSVSSNZLA- 
CBH 2 BghtCDR 1 CO -RASQKVLGYIA— 
CBH 4B BghtCDR 1 CO -RASQSVSSTXVa- 
CBH4D BghtCDR 1 CO TCTSSDIGGYNFVS 
C8H 4G BghtCDR 1 CO -RASQGIDNFLA- - 

CBH 5 BghtCDR 1 a) -RASQSSWIA 

CBH 7 BghtCDR 1 (1) — RSQSISSELN— 
CBH 8C light CDR 1 (1) -R^SQSISRYLft - - 
CBH 8E DghtCDR 1 (1) -RASCTINRYLN- - 
CBH 11 BghtCDR 1 (1) -RASQSINLWLfl— 
CBH 17 BghtCDR 1 (1) - -REENIGTRSVH- 
Consensus (1) RASQSVSSNYLA 



CDR 2 

(i)i § 

Bght Chain seqlD 5 CDR 2 (1) -YGASSHftT 

CBH 2 light CDR 2(1) GVSEAT 

CBH 4B light CDR 2(1) - -DHSIRS9? 
CBH 4D fight CDR 2 (1) - -EVSKRPS 
CBH 4G light CDR 2(1) — AASSLQS 
CBH 5 light CDR 1 (1) RASQS&WLA 
CBH 7 lightCDR 2 (1) - -AASSLQS 
CBH 8C ight CDR 2 (1) - -DTSNRAT 
CBH 8E lightCDR 2 (1) - - AftSSLQS 
CBH 11 ItfitCDR 20.) — KTSTSES 

CBH 17 fight CDR 2 CI) YEBRPS 

Consensus (1) YGASSRAT 

CDR 3 

d)i « 

DghtchainseqD5CDR3 (1) — QLYGNSRWT 

CBH 2 light CDR 3 CO - -QQYGTSPFTFG 

CBH 4B light CDR 3 (1) - -QQYGGSPFFGG 

CBH 4D fight CDR 3 (1) SSYTNNITFVIFGG 

CBH 4G BghtCDR 3 a) - -QKYNSAPFTFGP 

CBH 5 light CDR 3 a) - -QYYNNFSGTFGQ 

CBH 7 light CDR 3 (1) - -QQSYSPLLTFGG 

CBH BC light CDR 3 (1) QQRSNWFPALTFGG 

CBH 8E DghtCDR 3 (1) QQSFSTS&MXTPGQ- - - 

CBH 11 DghtCDR 3 (1) — QHYSSSSWTFGQ 

CBH 17 light CDR 3 &) --G^Wl^SINHRGSSEL 
Consensus (1) QLYGNSRWT 
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Figure 6A. 

Comparison of deduced amino acid sequences 
of CBHs Light chain genes with ID 6 



CDR 1 CDR 2 

(1) 2 ,20 30 " .40 59 

lightchsinseqJDG a) -AELTQSEAli£r£PCT^ 

CSH2Bght a) KCVLTQSPGTL- LSPGERAH^SCRASQ RVLGYIA^J^QKPGQ^iPRlXX^GVS - RAT 

CBH 4 B light (L) --ESVTQSGTLSLSPGERA^ 

CBH 4 D light ft) -QSALTQPi^SGSFGQSITISCTCT^ 

CBH 4 G fight a) DIQW^PSSLSASVGOSVTITCRASQ- - -GmNEI»WSgQ£^^ 

CBH 5 light (1) DIQMTQSPSTLSASG-DRVAITa® SQSSWLAWYQQKH3AEL- -LIZKAS5JVQD 

CBH 7 Ijglht a) nVXOT?QSPSSLSASVGDRVTISCRS-Q SlSSFm^QQKKSCAP-ttlSA^SSIOS 

CBH a C light (1) EIVLTQSPATr fiT feP(3SRBILSCSaSQ- - -SISRYLAVTCQQm^ 

CBH8E fcjht ©DIQMDOSPSBI^^ 

CBH 11 Bght (1) DIQraQSFSTt-SSVGEK^ 

CBH 17 fight &) — SYVLTC?IWSVAPGKTAR^^ 

Consensus (1) AEXTQSPATLSLSPGERATLSCRASQ SVNKYIAWYQQKPGC^PHIilYElASNRAT 



CD?U 

(60) €0 70 ,80 ,90 ,100 112 

light Chain seq ID 6 £6) GI^FSGSGS^£^TI^^ 

CBH 2 light (55) GIH^SGSS^ -YYCQQYG- -TSPFTFG- ------- 

CBH 4 B light (55) GVBEBEsS^ - -GSFFFGG- — = 

CBH 4 D Bght (57) C^Stt^SAS-S^ 

CBH 4 G light (57) GVPSI^SGSGSGIDPriTISSLQPEEV^ — SAPFTEGF- 

CBH S fight (52) GV---SRPSGGSGTSfe^^ — 

CBH 7 tight (55) GV-SRPSGSGi^SFTLT^^ -SPLLTFQG * 

CBH 8C fight (57) GIPARFiiXSSGS^ 

CBH 8 E light (55) GV-S^SGSGSGTDfT^ 

CBH 11 Dght (54) GVPSI^SGS-GSTE^^TISSI^P-DFAr^CQHYS- -SSSWTFQQ 

CBH 17 light (53) GIFERFC^-SGDTATLTISRVEV^ --- 

Consensus (60) GIPJ^FSG^SGTDFTLTISNLEPEDFAVYYCQQR SDWVTFGGGTKVEIK 



Note: 

Identical sequence: yellow background and red foreground. 

Conservative sequence: light green background and blue foreground 
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Figure 6B. 

Comparison of deduced amino acid sequences 
of CBHs Light chain genes with ID 6 

CDR1 

CDi 14 

fightchainseqmeODRl (1) -I&SQSVNKYIA-- 
CBH2lightCDRl a) -RftSCKVLGYIA— 
CBH 4B lightCDR 1 (1) -RAEQSVSSTYVA- 
CBH4D light CDR1 (1) TGTSSDIGG2NFVS 
CBH 4G fightCDR 1 &) -R&££GIENFI£ — 

CBH 5 OghtCDR 1 (1) RASQSSWIA-- 

CBH 7 lightCDR 1 (1) —RSCjSISSKLN-- 
CBHBC light CDR 1 (1) -RASCJSISRXO%~ 
CBH 8E OghtCDR 1 (1) -RB^IIKRVUSI— 
CBH 11 light CDR 1 (1) -KfiSQSINLWLft— 
CBH 17 lightCDR 1 (1) — FEENIGTNSVH- 
Consensus a) RftSQSVNKYIA 



CDR 2 

0L)i 1 

light chain seq E> 6 CDR 2 (1) EASNRAT 
CBH 2 HghtCDR 2(1) -GVSRgT 
CBH 46 light CDR 2(1) ESSIR&T 
CBH 4D fight CDR 2 (1) EVSKHJPS 
CBH 4G light CDR 2(1) AaSSLQS 
CBH S light CDR 2 (1) KASNVQD 
CBH 7 ightCDR 2(1) AftSSLQS 
CBH 8C fightCDR 2 (1) ETSNESST 
CBH BE lightCDR 2(1) A^SSLQS 
CBH 11 lightCDR 2(1) KTSTSES 
CBH 17 lightCDR 2 a) -YCEEPS 
Consensus (1) EASNRAT 



CDR 3 

d)i iZ 

right chain seq ID 6 CDR 3 (1) QQRSDWVT 

CBH 2 lightCDR 3 (1) — QQYGTSFFTFG 

CBH 4B OghtCDR 3 (1) — -QQYGGSPFFGG- - - 

CBH 4D fightCDR 3 (1) SSYTNN1TFVIFGG 

CBH 4G BghtCDR 3 (I) - -QPKNSAPFTPGP- - - 

CBH 5 lightCDR 3 (1) — QYYNNFSGTFQQ 

CBH 7 light CDR 3 (1) - -QQSYSPLLTPQG- - - 

CBH 8C fight CDR 3 (1) QGRSNWPPALTFGG 

CBH 8E IghtCDR 3 (1) QQSFSTSAMYTFGQ 

CBH 11 lightCDR 3 (1) — QHXSSSSWTFQQ 

CBH 17 fightCDR 3 (1) --QVWNNTNNHRQSSEL 

Consensus (1) QQRSDWVT 
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Figure 7 A. 

Comparison of deduced amino acid sequences 
of CBHs Light chain genes with ID 7 



CPJR1 



Bghtchabri$eq3D7 
CBH 2 light 
CBH 4B Bgbt 
CBH4DBght 
CBH4GBg^ 
CBHS fight 
CBH 7 light 
CBH 8 C light 
CBHBEtght 
CBH HBght 
CBH17Bght 
Consensus 



JO. 



.20 



.30 



40 



CDR 2 



58 



CO EIVLTQSK^-LSF^^ — YLaWYKQKFGQSP^^ 
(1) --^VTQSGSP£SLSE<3^ 
(1) -QSM/rQfiASVMS£^ 

(1) DIQM^^Sli^SG-D^AITCRA^S^ AWYQQKPGAPL- -LXYKASNVQD 

CO in/llirQ^SSI^^GDPOTISCRSQSISSF Tm^iQQSIG^-IJ^^SSl^ 

(X) EIVLT^JVE^ 

a) DXQMIQSPSSLSSVG- -bVTITCRMQTIM*-Y-INWYQQ^ 

(1) CTQMTQSPSTL-SSVGD^VTTTCR^QSINL — WLAWQQP- - KAPELLXYJKTSTSES 
(1) - -SYVLTQTPV^£FSK12^ -PS 
(1) AELTQSPGTLSLSPGEH^TLSCGASQSVRSNY IAWYQQKPGQAPRLLIYGVSSRAT 



(59) 59 ,70 ,80 ,90 109 

fight chain seq £> 7 (57) GTEEEFSGsSGSG^DCFTLTI 

CBH 2 light «S5) GmilKSQasaHElfc 

CBH 4 B fight (55) GVEE^SQ^ 

CBH 4 D light (57) GVSI^-FS2S«2Kra 

CBH 4G light (57) GVPSRESGSGiSGIEETLT ISSLQEELV^TYYCCKYN^FIFGP — 

CBH 5 light (52) GV-HS-OTSfSGSCT^ 

CBH 7Bght (55) GV-SRF^^SGTSF±LTIS^^ 

CSH 8Cyght ff7) GJBtf^SGS!^ ♦ 

CBH 8 E light (55) GV-SI^SGSGSGjd^^ 

CBH 11 light (54) GVESI?ESGS(^-i^^ 

CBH I7«ght (53) GI EER- FGSSSG^ 

Consensus (59) GIEO^SGSGSGmFTLTI^ 



Note: 

Identical sequence: yellow background and red foreground. 
Conservative sequence: light green background and blue foreground 
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Figure 7B. 

Comparison of deduced amino acjd sequences 
of CBHs Light chain genes with ID 7 



COR1 

Cl)l 14 

light chain seq ID 7 CDR 1 (1) 

CBH 2 lightCDR 1 a) -:RASCKVLGYLA-- 
CBH4B fight CDR 1 a) RftSQSVSSTYVA- - 
CBH 4D light CDR. 1 (1) TGTSSDIGGYNFVS 
CBH 4G lightCDR 1 CO -RASOGIDNFIA — 
CBH 5 feht CDR 1 (X) -— RASQSSWrA- 
CBH 7 lightCDR 1 (1) — KSQS1SSFIM— 
CBH 8C 5ght CDR 1 &) -KASQSISRXLA — 
CBH 8E light CDR 1 (1) -RASQTINR2IN — 
CBH 11 RghtCDR 1 (1) -RASQS1NLWLA — 
CBH 17 fight CDR 1 (1) "REENIGTNSVH- 
Consensus (1) GASQSVRSNYLA 



CDR 2 

(1)1 1 

Dghtchain seq ID 7 CDR 2 (1) GttSSR&C 
CBH 2 IghtCDR 2(1) -GVSRAT 
CBH 4B fight CDR 2 (1) DASIR&T 
CBH 4D lightCDR 2 (1) BVSKRPS 
CBH 4G lightCDR 2(1) AASSLQS 
CBH 5 lightCDR 2 a) KASNVQD 
CBH 7 light CDR 2 a) AASSLQS 
CBH 8C lightCDR 2 ft) DTSNRAT 
CBH BE lightCDR 2(1) AASSLQS 
CBH 11 BghtCDR 2(1) KTSTSES 
CBH 17 fight CDR 2(1) -*mDKPS 
Consensus (1) GVSSR&T 

CDR 3 

(Di 15 

dghtchain seq ID 7 CDR 3 (l)QQXGSSERT 

CBH 2 Tight CDR 3 (1) GGYGTSFFtFG 

CBH 4B fight CDR 3 (1) CC^GGSFFFGG 

CBH 4D fight CDR 3 (1) SSYTNNITFVIPGG- 
CBH4G lightCDR 3 (1) ~CK»JSRPETFGF- 
CBH 5 BghtCDR 3 (1) — CYYNNFSGTFGQ- 
CBH 7 fight CDR 3 0) — CQSYSFLLTFGG- 
CBH8C BghtCDR 3 (I) CGRSNWFFALTFGG- 
CBH 8E fight CDR 3 (1) QGSFSTSAMYTFGQ- 
CBH 11 lightCDR 3 (1) — CHXSSSSWTFGC- 
CBH 17 IghtCDR 3 (1) QVWNISm^IHRGSSEL 
Consensus a) CC^GSSFRT 
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Figure 8A. 

Comparison of deduced amino acid sequences 
of CBHs Light chain genes with ID 8 



CDR1 CDR2 

£1)1 ,10 .20 30 ,40 59 

Ight chain seqD 8 (l) -i^TQSEATLSVSPGp^ASLSCRASQ flUTCMMT ^wvq^prony>.-mj x xvtemvTsrr 

CBH 2 Bght a) BIVL^K^-I5PG^TIiSCR&SQ- - -RVIX?^W2KQKPGQ?iERLLrYGVS-RAT 

CBH 4 Sight (1) — ESVTQSGELSLSEGERATLSCRflSQS- -VSSTWAW2QQKPGQAPR -LL¥DAS IKftT 

CBH 4 D Ight (1) -QSALTQP^^S^SITISC^SSDia3YNFVSW7^PDKAPV--VI^SKSPS 

CBH 4 G tight 0.) DIQM1^PSSI^SVGDHVTITCRASQ---G^^ 

CBH 5 light (1) DIC^ICjSPSXESASG-DRVAITCRA SQSSWLKWXQQJKPGftEL- -L1YKASNVQD 

CBH 7 light fl) DVIHTQ^SSSA^GDRVTISCRS-Q- - -SISSFimiTOQKPGKaP-LLISAASSLQS 

CBH 8 C fight Q) EIVI^TQS^Ali^SPGEiaTtSCEiASQ SISRYlAiWQQKKSQAPRLIJinrSNiaT 

CBH 8 E fight (1) DTC^QSPSSLSSVG--DmTO^-^ 

CBH 11 Sght (1) DIQM35QOTSlX-S^G33RVTITC3yiS& SINLWLRWyQQP- -KftPELLliKTSTSES 

CBH 17 ight CO - -SYVLTC/IPVSVAPSKTARITOREPN- - - IGTNSVHWPQQRPQQftPVSIYYEIDR- -PS 

Consensus (1) AELTQSPATLSVSPGERASLSCRASQ SVGNNLftWYQQKPGQAPELLIYGSNlEAT 



CDR3 

(60) 60 .70 80 ,90 100 HO 

light chain seqJD8 (56) GTFraFSGSGSGIEFlITXSSICSF^ 

CBH 2 light (55) GIH3jii^iffiSGfll:ff^L^ 

CBH 4 Blight (55) <^FQ?FS<^#^FT1TISI^ 

CBH 4 D light (57) C^SNB-FSftSSGNIMLTI^ 

CBH 4 G light (57) <^FSEFSGSte'£!GIliF^ 

CBH 5 fight (52) GV — S HRFSGGSGTPILTIS -I£FEEFATY2CC35!NNFSGTFQC 

CBH 7 Ight (55) GV-^SG^SC^FTLTISSLffEE^ArfYCG^SFLriFGG 

CBH 8 C light (57) GIF££FSGSGSCIEF^TI3^^ 

CBH B E light (55) GV-SPESGSGSGIEFTLTISSlLC^-E^raCCC^FSTSfiKYaFGC 

CBH 11 light (54) G VFSB FfiGgGS-IEFTLTIS^F-IiFAlY^CC^SSSSWIFGC 

CBH 17 fight (53) OFEE-FG^SGEraiLlIS^ 

Consensus (60) GTFI^FSQSGSGIEFKTISSLCSEEFAVYFCC^^TLTFQC-GIKVEFK 



Note: 

Identical sequence: yellow background and red foreground. 
Conservative sequence: light green background and blue foreground 
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Figure 8B. 

Comparison of deduced amino acid sequences 
of CBHs Light chain genes with ID 8 



CDR1 

(O 

Sghtchainseq]D8CDR 1 (1) 
CBH 2 lightCDR 1 (1) 
CBH4B light CDR 1 CO 
CBH 4D lightCDR 1 CO 
CBH 4G lightCDR 1 (1) 
CBH 5 lightCDR 1 (1) 
CBH 7 fight CDR 1 (1) 
CBH 8C fight CDR 1 CO 
CBH 8E fight CDR 1 CO 
CBH 11 lightCDR 1 CI) 
CBH 17 lightCDR 1 (1) 
Consensus (1) 



1 14 

-RBSCSVSSTYVA- 
TG1SSEIGGYNFVS 
-RftSQGIESFtA— 

-RASQSSWLA ~ 

— R'SQSISSFEN— 
-EaSQSISRYtft— 
-RASgriNRYlil— 
-RascSINLWLA-- 
--REENIGIKSVH- 
RASQSVGNNLA 



CDR 2 

(1)1 __2 

fight chain seq I> 8 CDR 2 (1) GGKTTRAT 
CBH 2 fight CDR 2(1) 
CBH4B lightCDR 2 CO EASlE^'r 
CBH 4D OghtCDR 2 (1) EVSKRPS 
CBH4GJghtCDR2(l)AASSLCjS 
CBH 5 fight CDR 2 (1) KASNVQD 
CBH 7 fight CDR 2 (1) AASSLQS 
CBH 8C fight CDR 2(1) ETSNRAT 
CBH 8E BghtCDR 2 (1) AASSLQS 
CBH 11 lightCDR 2(1) KTSTSES 
CBH 17 fight CDR 2(1) -2DBRPS 
Consensus (1) GGWIRAT 

CDR 3 

(1)1 

lightchainseqlD8CDR3 (1) CJHYSTWELT 

CBH 2 lightCDR 3 a) CC^GTSFFTFG 

CBH 4B light CDR 3 (1) C£»3GSFFFGG 

CBH 4D fight CDR 3 (1) SSXTNNITFVIFGG- 

CBH 46 fight CDR 3 (1) CJKXNSAEFTFGF 

CBH 5 light CDR 3 (1) CYYNNFSGTFGQ - - - 
CBH 7 fight CDR 3 a) — QQSYSFIITFQG- 
CBH8C lightCDR 3 (1) CQRSNWFEALTFGG- 
CBH8E lightCDR 3 (1) QQSFSTSaMYTFG£- 
CBH 11 lightCDR 3 (1) CHYSSSSWIFGC— 
CBH 17 fight CDR 3 (1) C^fflJNOTNNHRGSSEL 
Consensus (1) CHYSTWFLT 
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Figure 9A. 

Comparison of deduced amino acid sequences 
of ID's heavy chain genes 



CDR 1 COR 2 

i? ,30 t 4Q ,50 gQ "71 

heavy seq 3D 1 (1) EVOXE£SGftEVRKK3SSV^ 
heavyseq B2 (L) ^OXEC£GAK\tfCKP<^S^S^ 

heavyseQD3 (I) EVCXXEgSGAEVKK&SSSVKVSCra 5ACKFQG 

heavy seq ID 4 a) E^^-SGKTvVQKSS^SCM^^ YAESVKG 

Consensus CO EVCIJ^QSCTEVRKEGSSV^ 

CDR 3 

(72) 72 ,80 p o ,100 ,110 ' 12Q 3.32 

heavy seq £>1 (72) RVSiIiftrs^T£FI£2^SNI^ 
heavyseq ID 2 <6S) RlJEnamsXSIM^^ 
heavyseq D 3 (68) J^rrAOGEftS^M^ 
heavyseq ID 4 (67) SFIVS^SEt^^ 

Consensus (72) HVSri^££STSTSFIEL£^ 

CDR region comparison between different IDs 

COR1 

«1 s 

HCV heavy seq ID 1 CDR 1 (1) GHVTT- 
KCV heavy seq ID 2 CDR 1(1) -PYTTQ 
HCV heavy seq ID 3 CDR 1(1) GHtflS- 
HCV heavy seq ID 4 CDR 1(1) -TYGMH 
Consensus (1) GHVTT 

CDR 2 

(1)1 .10 21 

HCV heavy seq D 1 CDR2 (1) ESIPIFGS^^Q^^QKFRD 

HCV heavy seq D 2 CDR 2 (1) NIIFV^CNTFNYftQKFQG 

HCV heavy seq ID 3 CDR 2 (1) GSISFFGTSNSAQKFQG 

HCV heavy seq ID 4 CDR 2 (1) -GISFEX3SNQYYADSVKG 

Consensus (1) ESIPIFGSANXAQNYAQKERD 

CDR 3 

rn i is 

HCV heavyseq ID 1 CDR 3 (1) DPPRYCSAGRCYFGFKJQ- 
HCV heavy seq B 2 CDR 3 (1) « - WII^IRHTMGYYFDY 
HCV heavyseq© 3 CDR 3 (1) DPPRFCSGGlSlCYPGFFQQ- 
HCV heavy seq D 4 CDR 3 (1) - - -BGSPPGSIKGRYYLEN 
Consensus (1) DFPRYCSAGRCYPGFFQQ 



Note: 
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Figure 9B. 

Comparison of deduced amino acid sequences 
of ID's light chain genes 



CDR1 CDR2 

CO* i° ,20 ,30 .40 56 

fightehafo seq JD 5 (I) ^^TCSFCm:SLS?GER3;n^C^ 

light chain seq ID 7 a) A^TCSFGrLSISFGERATLSCGASCS^^ 

fight chain seq ID 6 (1) JV5LTCSFAT£^^E3»Jt^aRftSC^-K>nLAW!<;gc^^ftP gT T TVTT&jgf jpfiT 
Sghtchain seq D 8 (l) MLTCSEfiTLSVSFGEEASLSC^SQS^ 
Consensus (1) AELTQSHSlI^IijFGERATXSCRASC^ 

CDR 3 

67) 57 70 80 90 107 

light chah seq ID 5 (57) GIITBFSGSGSGIEFTLTISRLEEEEFAV^CCEIOJS^IBGQGTKVEIK 
lightchain seq D 7 £7) GITbtf SC^GSGIEmTISRI^fe 

lightchain seq ID 6 C6) Gl¥P^3C^(^^LIISNrEEEC??>VI^CCQ^-Sn^¥C<^Tl^lK 
Sghtchain seq ID 8 (56) <sTF^FSGSGSGTEFILTISSLCSEEFAV-^c6^STOTLTFQQGTK«EFK 
Consensus (57) GmraSC^GSGTDFILTISRLE^^ 



CDR region comparison between different IDs 



Sghtchain seq ID 5 CDR 1 
light chain seq ID 7 CDR 1 
right chain seq B 6 CDR 1 
light chain seq D 8 CDR 1 
Consensus 



(1)1 22 

(1) RASCSVSSN2L& 
(1) GASCSVRSNXU 
CI) RASCSVNKYLA- 
W RASCSVGNNLA- 
(1) RASQSVSSNYIA 



CDR S 

a)i § 

light chain seq D 5 CDR 2 (1) YGASSRAT 
fight chain seq JD 6 CDR 2 (L) -ESSNRftT 
Bght chain seq ID 7 CDR 2 (1) -GVSSR2T 
fight chain seq ID 8 CDR 2 (1) -GGNIRAT 
Consensus CI) YGASSRftT 



lightchain seq D 5 CDR 3 
fight chain seq D 6 CDR 3 
light chain seq D 7 CDR 3 
light chain seq D 8 CDR 3 
Consensus 



CDR 3 

(1)1 11 

a) CX-YGNSSWT— 
CO — CCRSCWVI- 
0) CCYGSSERT — 
(1) — CHYSTWFIT 
0) CLYGNSRWI 
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Note: 

Identical sequence: yellow background and red foreground. 
Conservative sequence: light green background and blue foreground 
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Identical sequence: yellow background and red foreground. 
Conservative $equence: light green background and blue foreground 
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